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3 <11,0> APPLICANT: Qlu, Dev;en 

4 Wei, Zliong-Min 

5 Beer, Steven v. 

7 <120> TITLE OF INVENTION: HYPERSENSITIVE RESPONSE INDUCED RESISTANCE IN PLANTS BY 

8 SEED TREATMENT 
10 <130> FILE REFERENCE: 19603/2986 

C--> 12 <14 0> CURRENT APPLICATION NUMBER: US/09/766,34 8 

C--> 13 <i41> CURRENT FILING DATE: 2001-01-19 

15 <150> PRIOR APPLICATION NUMBER: 08/984,207 

16 <151> PRIOR FILING DATE: 1997-12-03 

18 <150> PRIOR APPLICATION NUMBER: 60/033,230 

19 <151> PRIOR FILINC^ DATE; 1996-12-05 
21 <160> NUMBER OF SEQ ID NOS : 10 
23 <170> SOFTWARE: Patentin Ver . 2.1 
2 5 <210> SEQ ID NO: 1 
26 <211> LENGTH: 338 

2 7 <212> TY.PE: PRT 

28 <213> ORGANISM: Erwinia chrysanthemi 

30 <400> SEQUENCE: 1 

31 Met Gin Tie Th.t TJ.e Lys Ala His lie Gly Giy Asp Leu Gly Vai Ser 

32 1 5 10 15 

34 Gly Leu Gly Ala Glii Gly Leu Lys Gly Leu Asn Ser Ala Ala Ser Ser 

35 20 25 30 
37 Leu Gly Ser Ser Val Asp Lys Leu Ser Ser Thr Tie Asp Lys Leu Thr 

3 8 3 5 4 0 4 5 

40 Ser Ala Leu Thr Ser Met Met Phe Gly Gly. Ala Leu Ala Gin Gly Leu 

41 50 55 60 

4 3 Gly Ala Ser ser Lys Gly Leu Gly Met Ser Asn Gin Leu Gly Gin Ser 
44 65 70 75 80 
4 6 Phe Gly Asn Gly Ala Gin Gly Ala Ser Asn Leu Leu Ser Val Pro Lys 
47 85 90 95 

4 9 Ser Gly Gly Asp Ala Leu Ser Lys Met Phe Asp Lys Ala Leu Asp Asp 
50 100 105 110 

5 2 Leu Leu Gly His Asp Thr Val Thr Lys Leu Thr Asn Gin Ser Asn Gin 
53 115 120 ■ 125 

5 5 Leu Ala Asn Ser Met Leu Asn Ala Ser Gin Met Thr Gin Gly Asn Met 
56 130 135 140 

58 Asn Ala Phe Gly Ser Gly Va.l Asn Asn A.I a Leu Ser Ser lie Leu Gly 

59 145 ^ 150 155 160 

61 Asn Gly Leu Gly Gin Ser Met Ser Gly Phe Ser Gin Pro Ser Leu Gly 

62 ' 165 170 175 
64 A.la Gly Gly Leu Gin Gly Leu Ser Gly Ala Gly Ala Phe Asn Gin Leu 

6 5 180 185 190 

6 7 Gly Asn Ala lie Gly Met Gly Val Gly Gin Asn Ala Ala Leu Ser Ala 
68 195 200 205 

7 0 Leu Ser Asn Val Ser Thr His Val Asp Gly Asn Asn Arg His Phe Val 
71 210 215 220 
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<210> SEQ ID NO: 


; 2 

























9 9 <211> LENGTH: 2141 

10 0 <212> TYPE: DNA 

101 <213> ORGANISM: Erv/inla chrysanthemi 

103 <400> SEQUENCE: 2 

104 cgattttacc cgcjgtcjaacg Lgctatgacc gacagcatca cggtattoga caccgttacg 60 

105 gcgttLatgg ccgcgatgaa ccggcatcag gcggcgcgct ggtcgccgca atccggcgtc 120 

106 gatctggtat ttcagtttgg ggacaccggg cgtgaactca tgatgcagat tcagccgggg 180 

107 cagoaatatc ccggcatgtt gcgcacgctg ctcgctcgtc gttatcagca ggcggcagag 240 

108 tgcgatggct gccatctgtg cctgaacggc agcgatgtat tgatcctctg gtggccyctg 300 
10 9 ccgtcggato ccggcagtta tccgcaggtg atcgaacytt tgtttgaact ggcgggaatg 3 60 
1.10 acgttgccgt cgctatccat agcaccgacg gcgcgtccgc agacagggaa cggacgcgcc 4 20 
.111 cgatcattaa gataaaggcg gcttttttta ttgcaaaacg gtaacggtga ggaaccgttt 4 80 

112 caccgtcggc gtcactcagt aacaaytatc catoatgatg cctacatcgg gatcggcgtg 54 0 

113 ggcatccgtt gcagatactt ttgcgaacac ctgacatgaa tgaggaaacg aaattatgoa 600 

114 aattacyatc aaagcgcaca tcggcggtga tttgggcgtc tccggtctgg ggctgggtgc 660 

115 tcagggactg aaaggactga attccgcggc ttcatogctg ggttccagcg tggataaact 720 

116 gagcagcacc atcgataagt tgacctccgc gctgacttcg atgatgtttg gcygcgcgct 78 0 

117 ggcgcagggg ctgggcgcca gctcgaaggg gctggggatg agcaatcaac tgggccagtc 840 

118 tttcggcaat ygcgcgcagg gtgogagcaa cctgctatcc gtaccgaaat ccggcggcga 900 

119 tgcgttgtca aaaatgtttg ataaaycgct ggacgatctg ctgggtcatg acaccgtgac 960 

120 caagctgact aaccagagca accaactggc taattcaatg ctgaacgcca gccagatgac 1020 

121 ccagggtaat atgaatgcgt tcggcagcgg tgtgaacaac gcactgtcgt ccattctcgg 1080 

122 caacggtctc ggccagtcga tgagtggctt ctctcagcct tctctggggg caggcggctt 1140 

123 gcagggcctg agcggcgcgg gtgcattcaa coagttgggt aatgccatcg gcatgggcgt 1200 

124 ggggcagaat gctgcgctga gtgcgttgag taacgtcagc acccacgtag acggtaacaa 1260 

125 ccgccacttt gtagataaag aagatcgcgg catggcgaaa gagatcggcc agtttatgga 1320 

126 tcagtatccg gaaatattcg gtaaaccgga ataccagaaa gatggctciga gttcgccgaa 1380 

127 gacggacgac aaatcctggg ctaaagcgct gagtaaaccg gatgatga,cg gtatgaccgg 1440 

128 cgccagcatg gacaaattcc gtcaggcgat gggtatgatc aaaagcgcgg tggcgggtga 1500 

129 taccggcaat accaacctga acotgcgtgg cgcgggcggt gcatcgctgg gtatcgatgc 1560 

130 ggctytcgtc ggcgataaaa tagccaacat gtcgctgggt aagctggcca acgcctgata 1620 

131 atctgtgctg gcctgataaa gcggaaacga aaaaagagac ggggaagcct gtctcttttc 1680 

132 ttattatycy gtttatgcgg ttacctgyac egg tt a a tea tcgtcatcga tctggtacaa 1740 



file://C:\CRF3\Outhold\VsrI766348.htm 



2/2/01 




Page 3 of 7 



RAW SEQUENCE LISTING DATE: 02/02/2001. 

PATENT APPLICATION: US/09/766, 34 8 TXMK: .11:29:58 

Input Set : A:\Ci2 0il.app 

Output Set: N:\CRF3\02022001\I766348.raw 

133 acgcacattt tcccqttcat tcycgtcgtt argcqccacQ atccicgatgcj catcttcctc 1800 

13 4 gtcgctcaga ttgcgcggct gatggggaac gccgggtgga atatagagaa actcgccggc 1860 

13 5 cagatgyaga cacgtctgcg ataaatctgt gccgtaacgt gtttctatcc gcccctttag :i9 20 

1.36 cagatagatt gcggtttcgt aatcaacatcj gtaatgcggt tccgcctgtg cgccggccgg 1980 

137 gatcaccaca a tat tea tag aaagctgtct tgcacctacc gtatcgcggg agataccgac 204 0 

13 8 aaaatagygc agtttttgcg tggtatccgt ggggtgttcc ggcctgacaa tcttgagttg 2100 
139 gttcgtcatc atctttctcc atctgggcga cctgatcggt t 2141 

14 2 <210> SE;Q id NO: 3 
1^3 <211> LhJNGTM: 4 03 
14 4 <212> TYPE: PRT 

14 5 <213> ORGANISM: ISrwinia amylovora 
14 7 <4 00> SHJQUrilNCfi: 3 
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227 <210> SEQ ID NO: 4 

228 <211> LENGTH: 1288 

229 <212> TYPE: DNA 

230 <213> ORGANISM: Erwinla amylovora 

232 <400> SEQUENCE: 4 

233 aaycttcgqc atgycacgtt tgacccjttgy qtcggcaggg tacytttgaa ttattcataa 60 

234 gaggaatacg ttatgagtct gaatacaagt gggctgqyag cgtcaacgat gcaaatttct 120 

235 atcggcggtg cgggcggaaa taacgggttg ctgggtacca gtogccagaa tgcLgggttg 180 

236 ggtggcaatt ctgcactggg gctgggcggc ggtaatcaaa atgataccgt caatcagctg 240 

237 gctggcttac tcaccggcat gatgatgaty atgagcatga tyggcggtgg tgggctgatg 300 

238 ggcggtggct taggcggtgg cttaggtaat ggcttgggtg gctcaggtgg cctgggcgaa 36 0 
2 39 ggactgtcgei acgcgctgaa cgatatgtta ggcggttcgc tgaacacgct gggctcgaaa 4 20 

240 ggcggcaaca ataccactUc aacaacaaat tccccgctgg accaggcgct gggtattaac 4 80 

241 tcaacgtccc aaaacgacga ttccacctcc ggcacagatt ccacctcaga ctccagcgac 540 
24 2 ccgatgcagc agctgctgaa gatgttcagc gagataatgc aaagcctgtt tggtgatggg 600 
243 caagatggca cccagggcag ttcctctggg ggcaagcagc cgaccgaagg cgagcagaac 660 
24 4 gcctataaaa aaggagtcac tgatgcgctg tcgggcctga tgggtaatgg tctgagccag 72 0 

245 ctccttggca acgggggact gggaggtggt cagggcggta atgctggcac gggtcttgac 780 

246 ggttcgtcgc tgggcggcaa agggctgcaa aaoctgagcg ggccggtgga ctaccagcag 840 

247 ttaggtaacg ccgtgggtac cggtatcggt atgaaagcgg gcattcaggc gctgaatgat 900 

248 atcggtacgc acaggcacag ttcaaoccgt t.otttcgtca ataaaggcga tcgggcgatg 960 

249 gcgaaggaaa tcggtcagtt catggaccag tatcctgagg tgtttggcaa gccgcagtac 1020 

250 cagaaaggcc cgggtcagga ggtgaaaacc gatgacaaat catgggcaaa agcactgagc 1080 

251 aayccagatg acgacggaat gacaccagcc agtatggagc agttcaacaa agccaagggc 1140 

252 atgatcaaaa ggcccatggc gggtgatacc ggcaaoggca acctgcaggc acgcggtgcc 1200 

253 ggtggttctt cgctgggtat tgatgccatg atggccggtg atgccattaa caatatggca 1260 

254 cttggcaagc tgggcgcggc ttaagctt 1288 
257 <210> SEQ ID NO : 5 

W--> 258 <400> SEQUENCE: 5 
W--> 259 000 

262 <210> SEQ ID NO: 6 

263 <211> LENGTH: 1026 

264 <212> TVPE: DNA 

26 5 <213> ORGANISM: Pseiidomonas syrlngae 
267 <4 00> SEQUENCE: 6 
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268 atc]cagagt;c LcacjtcLtaa cagcagctcci cUcjcaaaccc cggcaatygc cc tt:<j tcctcj 60 

269 gtaccjtcctg aagccgagac gactggcagt ncgtcgagca aggcgcttca ggaagttgLc 120 

270 qtgaagctgcj ccgagyaacL gatgcgcaat ggtcaactcg acgacagctc gccattygga 180 

271 aaactgttgg ccaagtcgat ggccgcagat (jgcaaggcgg (icggcggtat tyaggatgtc 240 
27 2 atcgctgcgc tggacaagct gatccatgaa aaycLoggtg acfjacttcgg cgcgtctgcy 300 
27 3 gacagcgcct cggytaccgy acagcaggac cuyatgactc aggtyctcaa tggcctggcc 360 
274 aagLcgatgc tcgatgatcL tctyaccaay caggatggcy gyacaayctL ctccgaagao 420 
2 75 gatatgccya tyctgaacaa yatcgcycay ttcatgyatg acaatcccgc acagtttccc 48 0 

276 aayccggact cgggctccty ygtgaacgaa ctcaaygaag acaacttcct tgatggcgac 54 0 

277 gaaacgyctg cgttccgttc ggcactcyac atcattggcc agcaactygg taatcagcag 600 

278 agtgacycty ycaytctggc aygyacyggt ygayytctyg gcactccgay caytttttcc 660 

279 aacaactcgt ccgtgaLggy tgatccgcty atcyacycca ataccggtcc cygtyacagc 72 0 

280 ggcaataccc ytggtgaagc gggycaactg atcygcyayc ttatcgaccg tgycctycaa 780 

281 tcqgtattgy ccggtygtgg actygycaca cccytaaaca ccccgcayac cggtacgtcg 84 0 

282 gcyaatyycq yacaytccgc tcaygatctt gatcayttyc tygycgyctt yctyctcaay 900 

283 ggcctgyagy caacgctcaa gyatgccggy caaacaygca ccgacgtgca gtcgagcgct 960 

284 gcycaaatcg ccacctLgct ggtcagtacy ctgctgcaag ycacccgcaa tcagyctgca 1020 
2 85 gcctga 1026 

288 <210> SEQ TD NO: 7 

2 89 <211> LENGTH: 344 
2 90 <212> TYPE: PRT 

291 <213> ORGANISM: Pseudomonas solanacearum 
293 <4 00> SEQUENCE: 7 
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